20229 A EEE (16FLALE) EMI15ETE

IHEE g O FPIR #a At At BIEEE | FRBZOMH Bit HER | AT—TILR i1 Rt WBRAFT DI
Escherichia coli 6 4 106 43 62 1
Candida 5 17 6 1 3 5 167
Streptococcus group B 16 11 3 123 2
Staphylococcus aureus (MSSA) 2 10 1 1 18 3 2 12
Pseudomonas aeruginosa 7 33 2 11 1 2
Staphylococcus epidermidis 9 6 44 2
Enterococcus faecalis 1 20 12 33 2
Klebsiella pneumoniae 1 9 1 16 7 7 1
Staphylococcus aureus (MRSA) 17 3 2
Aspergillus
Serratia marcescens 8 1 1 3
Proteus mirabillis 11 2 5
Haemophilus influenzae 5 9 1
Staphylococcus sp 1 3 1 6
Candida albicans 8 1 2
Haemophilus parainfluenzae 3 7 1
Stenotrophomonas (Xanthomonas ) maltophilia 2 9 2
Z DAt 2 37 2 21 13 36 22 24 2 3
At 23 193 10 1 59 1 19 214 118 480 3 12

& K MK | FRliEkzOM | B B’ Al ER |BmEm | JERKER | Tofh Akt
Escherichia coli 5 1 1 3 3 235
Candida 1 1 25 232
Streptococcus group B 1 1 157
Staphylococcus aureus (MSSA) 4 6 1 88 1 5 1 157
Pseudomonas aeruginosa 1 37 97
Staphylococcus epidermidis 4 1 2 17 1 86
Enterococcus faecalis 1 2 1 1 1 74
Klebsiella pneumoniae 2 1 46
Staphylococcus aureus (MRSA) 2 13 1 38
Aspergillus 25 25
Serratia marcescens 2 8 23
Proteus mirabillis 1 1 1 22
Haemophilus influenzae 16
Staphylococcus sp 2 14
Candida albicans 1 1 13
Haemophilus parainfluenzae 2 13
Stenotrophomonas (Xanthomonas ) maltophilia 13
Z Dt 8 3 1 23 10 10 222
&5 27 1 4 5 9 6 248 2 15 18 1483




