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Candida 5 10 13 8 7 131 1
Escherichia coli 4 8 115 20 51 2 4
Staphylococcus aureus (MSSA) 10 2 14 4 4 3 11 1 2
Streptococcus group B 18 19 3 110 1 2
Staphylococcus epidermidis 1 1 6 8 2 41 1 2 7
Enterococcus faecalis 1 16 15 43 2 1
Pseudomonas aeruginosa 13 26 1 7 8 4
Klebsiella pneumoniae 1 4 1 18 5 9 2
Staphylococcus aureus (MRSA) 4 16 1 1 2 1
Serratia marcescens 5 10 1 1 2 1
Proteus mirabillis 9 3 5 1 2
Haemophilus parainfluenzae 5 10 1 1
Candida albicans 10 6 1 1
Streptococcus group G 7 1 3 1 1 3
Staphylococcus sp 1 10
Z Dt 1 47 6 12 2 17 29 23 18 18
a&t 44 171 34 37 9 40 233 96 433 2 17 35
Bk (B FRlE | FRIETOM | BRA 4 &A Hi FRElR SERR IR Sa2kich =L
Candida 2 1 32 1 1 212
Escherichia coli 1 1 5 211
Staphylococcus aureus (MSSA) 1 1 3 1 98 5 2 1 163
Streptococcus group B 1 154
Staphylococcus epidermidis 5 1 20 2 97
Enterococcus faecalis 1 1 1 2 86
Pseudomonas aeruginosa 1 19 82
Klebsiella pneumoniae 3 2 49
Staphylococcus aureus (MRSA) 2 1 12 1 43
Serratia marcescens 7 27
Proteus mirabillis 1 25
Haemophilus parainfluenzae 2 23
Candida albicans 2 2 22
Streptococcus group G 2 1 1 20
Staphylococcus sp 7 20
Z DAt 8 2 1 37 8 2 11 249
Bt 1 13 2 4 13 5 239 18 7 23 1483




