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Candida 6 20 10 1 6 6 132
Escherichia coli 9 2 1 93 26 51 1 2
Streptococcus group B 18 1 22 4 106 3
Staphylococcus aureus (MSSA) 11 1 12 6 2 1 8
Staphylococcus epidermidis 1 2 11 6 45 3 4
Pseudomonas aeruginosa 6 31 1 1 3 8 5 2
Enterococcus faecalis 1 1 6 16 12 38 1 1
Staphylococcus aureus (MRSA) 3 14 1 2 3 2
Klebsiella pneumoniae 1 1 1 4 1 11 2 5 1
Staphylococcus sp 2 1 1 13
Proteus mirabillis 5 1 4 6 1 2
Serratia marcescens 1 16 1 1
Moraxella (Branhamella ) catarrhalis 5 14
Candida albicans 14 4 1
Streptococcus group G 10 1 3 2
Z Dt 13 36 4 17 3 24 2 27 18 11 2 2
=i 36 195 15 59 14 41 5 191 88 420 9 17
m# ik Mk -1/ FhHE | ERlkTOM | R AL | il EiR BRI FERAR IR T D4 &%
Candida 1 1 2 22 1 208
Escherichia coli 5 1 1 1 3 199
Streptococcus group B 1 2 1 158
Staphylococcus aureus (MSSA) 1 4 1 76 2 2 1 132
Staphylococcus epidermidis 3 5 13 3 1 97
Pseudomonas aeruginosa 1 19 4 81
Enterococcus faecalis 1 1 2 81
Staphylococcus aureus (MRSA) 1 2 2 2 12 2 1 48
Klebsiella pneumoniae 1 1 2 31
Staphylococcus sp 6 2 25
Proteus mirabillis 1 24
Serratia marcescens 4 23
Moraxella (Branhamella ) catarrhalis 1 1 22
Candida albicans 1 1 21
Streptococcus group G 1 4 21
Z DAt 6 1 2 1 1 2 44 5 7 5 239
&5t 17 1 2 1 6 16 10 206 21 14 10 1410




