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Escherichia coli 11 1 3 97 31 83 3
Candida 7 18 9 6 3 160 1 1
Streptococcus group B 12 1 12 2 123 1
Staphylococcus aureus (MSSA) 1 8 1 1 2 3 1 14 1 1
Staphylococcus epidermidis 1 3 1 9 56 2 3
Pseudomonas aeruginosa 9 29 1 3 9 3 1
Enterococcus faecalis 4 11 10 39 1 1
Staphylococcus aureus (MRSA) 4 17 1 1 3 2 1
Klebsiella pneumoniae 1 2 3 11 9 11
Serratia marcescens 4 14 1 3 2
Candida albicans 15 4 1 3
Proteus mirabillis 1 7 4 4 3
Klebsiella oxytoca 1 3 9 1 2
Acinetobacter baumannii 12 1
Haemophilus parainfluenzae 6 8 5
Staphylococcus sp 2 9 1
Z DAt 7 36 1 20 1 11 24 17 25 3 3
aFt 41 191 17 26 6 28 197 95 530 10 14
ik BK | FREEOM | B 4] #BAal EiR BRUE IR JERR I B Z it it
Escherichia coli 9 2 1 1 2 9 253
Candida 23 1 229
Streptococcus group B 1 5 1 158
Staphylococcus aureus (MSSA) 1 1 3 2 2 92 9 1 144
Staphylococcus epidermidis 3 1 1 2 2 22 2 1 110
Pseudomonas aeruginosa 1 1 1 14 1 8 81
Enterococcus faecalis 1 4 71
Staphylococcus aureus (MRSA) 2 1 11 1 44
Klebsiella pneumoniae 2 2 1 42
Serratia marcescens 5 29
Candida albicans 1 24
Proteus mirabillis 2 1 22
Klebsiella oxytoca 4 1 21
Acinetobacter baumannii 1 1 19
Haemophilus parainfluenzae 19
Staphylococcus sp 6 1 19
Z DAt 17 7 3 2 3 49 7 16 13 265
A&t 34 15 4 8 6 11 239 23 30 25 1550




