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Candida 9 24 6 1 5 3 139 1
Escherichia coli 5 8 66 27 68 2 3
Streptococcus group B 1 18 15 1 129 1
Staphylococcus aureus (MSSA) 4 8 1 2 2 6 1
Staphylococcus epidermidis 1 3 4 2 49 2
Pseudomonas aeruginosa 14 30 3 10 2 1
Enterococcus faecalis 3 4 8 13 36
Klebsiella pneumoniae 6 2 1 2 6 12 3 5
Staphylococcus aureus (MRSA) 2 11 1 1 2 1 1
Proteus mirabillis 6 8 1 4 4
Candida albicans 9 6 2 1
Acinetobacter baumannii 17 1 1
Serratia marcescens 2 7 1 2 1
Haemophilus parainfluenzae 5 6 4 1
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Z DAt 6 42 9 2 23 17 17 15 1 2
At 55 191 11 14 12 49 136 86 452 5 10
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Candida 1 19 208
Escherichia coli 3 3 2 7 194
Streptococcus group B 1 3 1 1 173
Staphylococcus aureus (MSSA) 2 2 1 55 7 2 97
Staphylococcus epidermidis 5 2 1 9 2 3 83
Pseudomonas aeruginosa 1 1 1 12 2 78
Enterococcus faecalis 1 1 1 68
Klebsiella pneumoniae 2 1 40
Staphylococcus aureus (MRSA) 1 10 3 2 35
Proteus mirabillis 2 1 26
Candida albicans 2 20
Acinetobacter baumannii 19
Serratia marcescens 3 1 18
Haemophilus parainfluenzae 1 17
BRRUES T LFSIEKE 1 1 1 4 7 16
Z Dty 9 4 2 3 32 7 6 8 209
G 20 1 10 6 8 2 148 23 18 30 1301




