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Candida 10 14 7 10 1 144
Escherichia coli 5 1 6 71 26 72 2
Streptococcus group B 1 11 16 7 112 3
Staphylococcus aureus (MSSA) 1 13 2 1 2 15 1
Staphylococcus epidermidis 2 4 3 1 51 2
Pseudomonas aeruginosa 12 28 4 8 1
Enterococcus faecalis 1 15 8 38 2
Klebsiella pneumoniae 6 4 3 1 15 9 6
Staphylococcus aureus (MRSA) 1 16 1 1 6
Streptococcus group G 4 5 1 1 6
Proteus mirabillis 8 6 1 3
Haemophilus parainfluenzae 4 3 4 1 4 1
Klebsiella oxytoca 3 1 1 3 4 1
Acinetobacter baumannii 1 12 1
Candida albicans 1 9 1 2
Z Dty 9 39 1 2 11 22 22 10
=il 59 172 13 11 5 25 1 164 100 457 10
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Candida 17 203
Escherichia coli 3 2 1 1 2 5 197
Streptococcus group B 1 151
Staphylococcus aureus (MSSA) 1 41 2 85
Staphylococcus epidermidis 3 10 2 2 85
Pseudomonas aeruginosa 2 13 1 1 76
Enterococcus faecalis 2 1 1 73
Klebsiella pneumoniae 4 1 1 50
Staphylococcus aureus (MRSA) 2 1 8 2 1 39
Streptococcus group G 1 1 1 2 22
Proteus mirabillis 21
Haemophilus parainfluenzae 18
Klebsiella oxytoca 1 1 1 16
Acinetobacter baumannii 15
Candida albicans 1 1 15
Z Dty 8 8 1 2 1 26 6 7 4 185
A&t 17 3 14 1 11 4 118 20 11 13 1251




