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L 32 A e Rt FRIR 35-€ O fih SIRRE Bt JHAC2RAMT R hT—TIVR 5 BRI MIRAFT DAt
Candida 16 30 10 1 10 4 178 1
Escherichia coli 8 7 90 23 87 2 2
Streptococcus group B 19 1 1 19 6 148
Staphylococcus aureus (MSSA) 5 15 1 2 3 2 1 19 1
Pseudomonas aeruginosa 20 37 2 1 3 7 4 2
Enterococcus faecalis 4 1 2 2 10 10 60 1 1
Staphylococcus epidermidis 1 1 1 3 68
Staphylococcus aureus (MRSA) 5 18 1 2 2 2 5
Klebsiella pneumoniae 6 9 2 9 9 17 1 1
Proteus mirabillis 12 7 1 6 4 5 1 2
Haemophilus parainfluenzae 17 8 9 1 2 1
Streptococcus group G 5 5 1 1 2 6
Serratia marcescens 7 10 1
Aspergillus
Acinetobacter baumannii 11 1 1 1
Z Dt 7 52 3 13 1 13 2 23 25 28 1 1
= 100 234 25 19 14 26 4 179 95 626 6 11
% a7k K B FRIEZ Db IREE 4] | B8l HiR BR L JEBAR LR ZDth At
Candida 4 2 37 294
Escherichia coli 4 3 3 2 1 4 236
Streptococcus group B 1 1 1 2 1 200
Staphylococcus aureus (MSSA) 2 2 5 4 91 7 4 1 168
Pseudomonas aeruginosa 2 23 1 1 103
Enterococcus faecalis 1 4 2 1 3 1 103
Staphylococcus epidermidis 7 5 1 1 9 4 1 102
Staphylococcus aureus (MRSA) 3 1 3 20 4 67
Klebsiella pneumoniae 1 2 1 58
Proteus mirabillis 2 4 44
Haemophilus parainfluenzae 1 40
Streptococcus group G 2 1 4 27
Serratia marcescens 1 5 1 25
Aspergillus 24 24
Acinetobacter baumannii 1 1 3 19
Z Dt 4 11 1 2 3 2 26 7 5 8 240
a3 22 1 20 4 9 18 20 255 26 13 15 1750




