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Candida 5 19 9 5 7 172
Escherichia coli 6 2 3 108 24 85 3
Streptococcus group B 1 13 1 9 5 142
Staphylococcus aureus (MSSA) 3 12 1 2 3 1 21
Pseudomonas aeruginosa 11 28 1 4 6 4
Enterococcus faecalis 3 2 20 7 50 2
Staphylococcus epidermidis 1 5 3 41 2
Staphylococcus aureus (MRSA) 3 14 1 2 3 1
Klebsiella pneumoniae 9 1 1 14 6 12
Proteus mirabillis 2 7 1 1 4 4 3
Haemophilus parainfluenzae 5 6 9 1
Serratia marcescens 3 12 1 2
Acinetobacter baumannii 17 1
Enterobacter cloacae 3 2 1 1 2 1
Candida albicans 17 1
Streptococcus group G 5 5 5 4
Z DAt 2 35 4 3 6 2 37 28 45 1
At 40 207 30 8 12 5 219 98 581 8

BRIFT DI & MK (-3 TRk | FRETOH HRAE Bl Bl Him Bk AR JEBRM IR Z D it
Candida 1 1 1 41 1 263
Escherichia coli 5 1 3 1 7 249
Streptococcus group B 1 1 2 1 176
Staphylococcus aureus (MSSA) 1 3 2 91 7 2 1 153
Pseudomonas aeruginosa 1 1 1 6 27 1 92
Enterococcus faecalis 3 3 1 92
Staphylococcus epidermidis 1 2 1 13 3 1 74
Staphylococcus aureus (MRSA) 7 1 1 1 14 1 2 51
Klebsiella pneumoniae 1 3 1 1 49
Proteus mirabillis 1 1 6 31
Haemophilus parainfluenzae 1 1 1 24
Serratia marcescens 6 24
Acinetobacter baumannii 1 3 23
Enterobacter cloacae 2 1 4 1 1 20
Candida albicans 1 19
Streptococcus group G 19
Z Dt 1 1 7 1 3 50 4 10 12 263
G 10 23 2 15 7 18 259 18 18 22 1622




