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Candida 7 18 13 9 4 143
Escherichia coli 6 1 1 81 30 69 4 1 2
Streptococcus group B 1 23 22 3 113 1
Staphylococcus aureus (MSSA) 6 12 3 5 2 2 25 1 2 2
Staphylococcus epidermidis 1 2 6 1 61 1 1 5
Pseudomonas aeruginosa 12 37 1 2 7 3 2 2
Enterococcus faecalis 1 2 15 14 42 1
Staphylococcus aureus (MRSA) 20 1 1 5 2
Klebsiella pneumoniae 2 7 3 6 3 6 2 1
Proteus mirabillis 3 6 1 4 6 3 2
Acinetobacter baumannii 16 2 2
Haemophilus parainfluenzae 5 7 3 2 1
Serratia marcescens 4 11 1
Streptococcus group G 4 6 1 1 2 1
Staphylococcus sp 2 1 9
Z Dt 8 43 4 4 5 14 2 27 25 20 1 2 13 10
&5t 52 214 22 11 16 20 3 178 102 496 9 12 26 13
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Candida 24 1 219
Escherichia coli 1 4 7 207
Streptococcus group B 1 1 1 1 1 168
Staphylococcus aureus (MSSA) 2 68 10 1 142
Staphylococcus epidermidis 4 3 1 18 3 3 2 112
Pseudomonas aeruginosa 2 2 23 2 1 96
Enterococcus faecalis 1 76
Staphylococcus aureus (MRSA) 4 13 3 2 51
Klebsiella pneumoniae 1 1 32
Proteus mirabillis 2 27
Acinetobacter baumannii 2 22
Haemophilus parainfluenzae 1 19
Serratia marcescens 1 17
Streptococcus group G 1 16
Staphylococcus sp 1 1 1 1 16
Z Dfts 2 2 2 1 34 17 11 13 261
G 8 12 5 6 193 39 19 23 1481




