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HEE REE O FEOR 31 it At FPRERT DM | MIER Bit JHib Rt FER | BAT—TILR £ BRIt WRIAT DM
Escherichia coli 2 3 1 73 23 73
Candida 4 10 2 1 4 5 127 1
Streptococcus group B 3 18 17 1 119
Staphylococcus aureus (MSSA) 2 19 2 1 3 15 1
Staphylococcus epidermidis 1 1 6 2 75
Enterococcus faecalis 6 1 8 11 41
Pseudomonas aeruginosa 15 25 4 2 9 1 1
Staphylococcus aureus (MRSA) 1 12 1 1 1 3
Klebsiella pneumoniae 1 4 5 8 4 5
Streptococcus group G 4 12 1 1 5
Haemophilus parainfluenzae 6 3 6 1 1
Acinetobacter baumannii 16
Proteus mirabillis 4 3 1 2 5 1
Aspergillus
Serratia marcescens 5 8
Staphylococcus sp 10
Z DAt 6 48 1 2 2 1 14 17 13 20 1
At 51 181 9 2 4 3 6 32 2 140 75 496 4
ik 3 K X & ERIET DM HRAE Bl Bl HiR BARIENR | JEBARUIEAR | £ 0fth &kt
Escherichia coli 1 3 1 3 184
Candida 2 16 1 173
Streptococcus group B 1 1 2 162
Staphylococcus aureus (MSSA) 4 1 4 3 3 52 7 2 1 120
Staphylococcus epidermidis 5 2 10 3 1 1 107
Enterococcus faecalis 1 1 1 1 1 74
Pseudomonas aeruginosa 1 1 2 5 1 69
Staphylococcus aureus (MRSA) 1 2 1 5 3 31
Klebsiella pneumoniae 2 29
Streptococcus group G 3 2 28
Haemophilus parainfluenzae 1 3 21
Acinetobacter baumannii 1 2 19
Proteus mirabillis 1 19
Aspergillus 18 18
Serratia marcescens 1 1 15
Staphylococcus sp 1 4 15
Z Dty 9 8 3 5 3 13 5 7 12 190
G 23 1 12 1 5 12 7 14 134 23 11 19 1274




