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AR 3 =] Rit | #FRBTof | REE RB; HIEREBT | HiedTof | FMR | AT—TIR i BREBT | BRFLOM
Candida 7 27 18 12 5 161 1
Escherichia coli 4 5 2 91 30 67 1
Streptococcus group B 24 15 4 134
Staphylococcus aureus (MSSA) 5 23 1 6 2 16 1
Pseudomonas aeruginosa 11 40 1 7 10 5 2
Staphylococcus epidermidis 1 2 1 3 1 46 1
Enterococcus faecalis 1 2 1 10 11 38
Klebsiella pneumoniae 1 12 3 1 11 2 7
Staphylococcus aureus (MRSA) 1 6 1 1 1 8
Haemophilus parainfluenzae 13 11 8 1
Aspergillus
Haemophilus influenzae 3 10 11 1
Serratia marcescens 5 15 1 1
Streptococcus group G 8 6 3 2 3
Candida albicans 15 1 3
Z Dty 9 69 3 10 1 2 13 1 1 27 42 33 1
=i 63 264 30 31 3 4 25 3 3 181 112 518 3 4
m# Mk -1/ FhlE | ErdEToM | RIS Bl B EiR BRI | JERAMRIER Z Dt ai
Candida 1 3 24 2 1 2 264
Escherichia coli 8 3 1 1 2 3 10 228
Streptococcus group B 1 1 2 2 1 184
Staphylococcus aureus (MSSA) 1 4 2 3 7 6 6 3 156
Pseudomonas aeruginosa 2 1 1 1 19 7 1 1 109
Staphylococcus epidermidis 6 3 9 1 15 4 3 96
Enterococcus faecalis 1 1 2 1 1 1 70
Klebsiella pneumoniae 1 1 1 2 2 3 47
Staphylococcus aureus (MRSA) 2 4 5 3 12 2 46
Haemophilus parainfluenzae 33
Aspergillus 26 26
Haemophilus influenzae 1 26
Serratia marcescens 3 25
Streptococcus group G 2 1 25
Candida albicans 1 2 22
Z DAt 7 8 1 1 5 1 22 13 12 11 293
&5t 25 1 12 3 7 20 22 11 206 40 28 31 1650




