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TREE & 3% (u]::] PR ARt Bt BRIARE BBt HIERRT | HERTOM | MR | hT—TILR i BRBARIT | WRBTOM
Escherichia coli 4 8 1 1 81 41 64 1
Streptococcus group B 4 30 1 18 2 109 1
Candida 3 25 7 2 5 120 1 1
Staphylococcus aureus (MSSA) 3 22 1 8 1 1 9 1
Staphylococcus epidermidis 1 1 1 42 1
Pseudomonas aeruginosa 7 31 1 5 6
Enterococcus faecalis 1 11 6 36
Staphylococcus aureus (MRSA) 1 14 3 2
Klebsiella pneumoniae 12 1 3 5 1 5 1
Haemophilus parainfluenzae 8 19
Haemophilus influenzae 4 10 1
Acinetobacter baumannii 13 1
Streptococcus group G 4 5 1 3 1
Candida albicans 13 1 1
Proteus mirabillis 9 1 1 2
Z Dt 5 57 2 19 1 12 4 1 9 22 21 1 1
=i 35 259 11 42 1 26 5 5 133 88 412 4 6
iiik;: ik Bk SRR FRIEEOM | BRIE AL | &Rl HiR BARBUIEIR | JEBAMKIEAR | ot &t
Escherichia coli 5 1 1 5 2 1 1 2 219
Streptococcus group B 6 2 3 176
Candida 1 1 6 1 173
Staphylococcus aureus (MSSA) 2 2 4 2 3 58 8 3 2 132
Staphylococcus epidermidis 8 1 1 7 1 1 65
Pseudomonas aeruginosa 1 6 1 59
Enterococcus faecalis 1 1 1 1 58
Staphylococcus aureus (MRSA) 1 2 1 11 5 3 2 45
Klebsiella pneumoniae 1 2 1 32
Haemophilus parainfluenzae 1 3 31
Haemophilus influenzae 3 18
Acinetobacter baumannii 2 16
Streptococcus group G 1 1 16
Candida albicans 15
Proteus mirabillis 2 15
Z Dty 7 2 1 1 7 4 29 4 6 6 225
&t 17 2 2 4 24 5 35 126 20 13 14 1295




