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Escherichia coli 8 1 3 66 35 59 1
Candida 8 29 4 5 105
Streptococcus group B 1 27 12 103
Staphylococcus aureus (MSSA) 1 28 8 1 2 3 10
Pseudomonas aeruginosa 9 37 1 1 4 12 2
Enterococcus faecalis 3 1 16 7 33
Staphylococcus epidermidis 3 2 1 5 1 39 1
Staphylococcus aureus (MRSA) 1 12 1 1 1 6
Haemophilus parainfluenzae 8 10 8 1
Klebsiella pneumoniae 1 6 2 6 5 4
Haemophilus influenzae 15 6 1
Proteus mirabillis 1 11 2 7 1
Streptococcus group G 3 7 1 5
Serratia marcescens 2 9 1 1 1
Streptococcus pneumoniae (PSSP) 8 8 1
Z Dt 7 75 1 11 1 2 10 13 20 25 4
BEt 42 288 13 40 1 5 18 133 98 393 6
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Escherichia coli 2 2 1 5 185
Candida 1 13 2 2 173
Streptococcus group B 6 2 2 155
Staphylococcus aureus (MSSA) 1 6 6 3 57 6 3 2 139
Pseudomonas aeruginosa 1 6 2 75
Enterococcus faecalis 2 1 1 1 65
Staphylococcus epidermidis 1 4 4 1 1 1 64
Staphylococcus aureus (MRSA) 1 1 1 7 3 5 1 41
Haemophilus parainfluenzae 2 29
Klebsiella pneumoniae 1 1 2 28
Haemophilus influenzae 2 1 25
Proteus mirabillis 1 1 24
Streptococcus group G 1 1 1 2 21
Serratia marcescens 4 1 1 20
Streptococcus pneumoniae (PSSP) 1 18
Z Dt 1 4 2 2 31 8 7 13 243
&5t 1 11 4 15 8 23 128 29 12 29 1305




