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IR ER BE % ] Bit SRR Bt HibBRERT SHIERZT DM | FRR AT—TIVR i BRI BRI/ DM
Escherichia coli 13 6 1 2 69 31 68 1
Candida 3 19 5 1 4 6 130
Streptococcus group B 5 35 15 3 115
Staphylococcus aureus (MSSA) 37 1 8 2 1 1 12
Staphylococcus epidermidis 4 1 2 4 1 43 1 1
Pseudomonas aeruginosa 10 39 1 1 13
Enterococcus faecalis 1 3 2 7 9 48 1
Staphylococcus aureus (MRSA) 2 19 2 1 1 3 2
Klebsiella pneumoniae 2 14 3 1 8 8
Candida albicans 23 3
Streptococcus group G 5 4 2 4 1
Haemophilus influenzae 2 10 7 1 1
Acinetobacter baumannii 16
Haemophilus parainfluenzae 5 12 1
Proteus mirabillis 5 2 3 5
Z Dt 5 58 1 24 1 11 2 12 18 25 1
a&t 40 311 7 42 8 23 4 7 126 93 455 3 3

& Bk (B FRlA | FRIEEOMH RAE A iz ER FRElR FFRRMR AR Sa2kich &t
Escherichia coli 3 1 3 1 4 2 1 7 213
Candida 1 2 1 23 1 196
Streptococcus group B 3 2 1 1 180
Staphylococcus aureus (MSSA) 4 4 1 5 57 13 4 150
Staphylococcus epidermidis 1 1 4 10 1 3 2 79
Pseudomonas aeruginosa 3 1 1 8 1 78
Enterococcus faecalis 1 1 1 2 1 77
Staphylococcus aureus (MRSA) 1 6 9 5 1 52
Klebsiella pneumoniae 2 38
Candida albicans 2 28
Streptococcus group G 2 1 1 2 1 1 24
Haemophilus influenzae 2 23
Acinetobacter baumannii 1 2 1 20
Haemophilus parainfluenzae 1 1 20
Proteus mirabillis 2 2 19
Z DAt 3 1 4 1 6 3 4 31 9 9 7 236
Bt 15 2 13 2 3 18 11 29 145 35 20 18 1433




