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Candida 11 37 12 1 2 11 7 154
Escherichia coli 8 1 2 5 1 92 30 61
Streptococcus group B 5 29 1 22 1 120 3
Staphylococcus aureus (MSSA) 6 24 1 4 1 4 3 16
Staphylococcus epidermidis 1 1 1 3 45 2
Pseudomonas aeruginosa 9 33 1 3 12 1
Enterococcus faecalis 2 2 15 15 29
Staphylococcus aureus (MRSA) 1 19 2 4 3 5
Klebsiella pneumoniae 8 3 1 1 8 3 11
Haemophilus parainfluenzae 15 7 4 1 1 1 1
Aspergillus
Haemophilus influenzae 5 8 1 7 2
Acinetobacter baumannii 9 1
Proteus mirabillis 7 1 2 4 2
Streptococcus group G 4 3 1 4
Z DAt 11 78 3 16 1 7 1 2 20 24 27 1
At 68 273 26 2 32 1 9 16 1 6 181 103 478 6
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Candida 2 2 4 1 20 1 1 3 269
Escherichia coli 3 4 1 4 2 1 5 220
Streptococcus group B 1 1 3 2 1 1 1 191
Staphylococcus aureus (MSSA) 1 1 4 5 6 70 13 4 1 164
Staphylococcus epidermidis 1 4 1 12 7 2 3 91
Pseudomonas aeruginosa 1 1 2 16 3 82
Enterococcus faecalis 2 1 1 1 2 1 71
Staphylococcus aureus (MRSA) 1 1 1 1 5 14 4 1 62
Klebsiella pneumoniae 1 2 3 1 1 43
Haemophilus parainfluenzae 1 31
Aspergillus 25 25
Haemophilus influenzae 23
Acinetobacter baumannii 2 1 5 2 1 21
Proteus mirabillis 2 1 19
Streptococcus group G 1 2 1 2 1 19
Z DAt 1 9 3 3 4 7 37 14 15 13 297
G 12 23 4 1 1 20 20 31 210 49 27 28 1628




