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THEE 33 5] HRERT | Bt | WRaeof | SWEE | [T | Bk [AEalT [ Bmeof] SRR [Hr—7/UR|] B |

Candida 4 42 5 2 1 1 10 i 143
Escherichia coli 1 8 1 4 2 1 69 36 52
Streptococcus group B 2 35 1 20 1 108
Staphylococcus aureus (MSSA) 1 19 6 1 2 2 18
Staphylococcus epidermidis 1 1 5 39
Enterococcus faecalis 6 1 2 2 20 12 35
Pseudomonas aeruginosa 1 30 1 1 4 10
Klebsiella pneumoniae 9 1 1 6 1 1 4 8 4
Staphylococcus aureus (MRSA) 1 14 1 6 3
Proteus mirabillis 16 4 7 1
Haemophilus parainfluenzae 7 8 1
Haemophilus influenzae 4 5 1 6 1 1
Serratia marcescens 8 1 1 3
Streptococcus pneumoniae (PSSP) 8 5
Streptococcus group A 4 1 2 1 6
ZDith 5 43 2 5 4 14 1 7 2 19 15 21
a5t 31 251 8 2 27 6 8 27 2 13 6 157 107 431

WR#EET | MPRIFTOM | 1K B ZRIE | FRIERZOM IR BEE BRI BiR BAEIE |SERRIEIE | ZOfh =X
Candida 1 19 2 1 1 239
Escherichia coli 1 7 1 1 5 2 5 196
Streptococcus group B 3 1 171
Staphylococcus aureus (MSSA) 1 3 2 2 8 68 3 9 1 146
Staphylococcus epidermidis 2 1 10 1 1 17 5 1 2 86
Enterococcus faecalis 1 2 3 84
Pseudomonas aeruginosa 1 1 10 59
Klebsiella pneumoniae 3 2 1 1 42
Staphylococcus aureus (MRSA) 1 1 2 4 3 36
Proteus mirabillis 2 1 1 32
Haemophilus parainfluenzae 1 3 20
Haemophilus influenzae 1 19
Serratia marcescens 2 3 1 19
Streptococcus pneumoniae (PSSP) 4 17
Streptococcus group A 1 15
Z D4 2 10 5 25 4 10 4 198
a5t 2 1 20 3 1 2 25 6 30 157 17 22 17 1379




