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IHEE BE£E [a] 23 O A 8 5 8 FEREEZDfth| SEEE | AB: Hiessi8+ | R |HT—TIVER| B PR I8 it
Candida 3 44 10 12 6 166
Escherichia coli 10 4 65 31 63 1
Streptococcus group B 37 1 20 2 101
Staphylococcus aureus (MSSA) 1 28 3 6 2 4 1 11
Pseudomonas aeruginosa 6 40 5 8 5
Staphylococcus epidermidis 3 2 2 49 1
Enterococcus faecalis 1 1 1 10 10 29
Staphylococcus aureus (MRSA) 1 20 1 1 2 1
Haemophilus influenzae 1 11 1 16 1 1
Klebsiella pneumoniae 1 5 2 1 8 4 6
Haemophilus parainfluenzae 3 12 6 1 1
Proteus mirabillis 12 2 5
Staphylococcus sp 3 2 1 5
Moraxella (Branhamella ) catarrhalis 1 8 6 1
Streptococcus pneumoniae (PSSP) 8 4
ZDith 3 54 1 1 2 5 1 13 19 9
At 20 296 21 1 37 1 5 12 3 144 89 447 2

1 % BAX | ER& | FRiEzOM | BRBIS BB E8l Ej BREE |FERAREE | Zofh &t
Candida 2 2 20 3 268
Escherichia coli 4 1 1 3 1 1 3 188
Streptococcus group B 1 3 1 1 167
Staphylococcus aureus (MSSA) 1 1 2 2 3 57 6 3 1 132
Pseudomonas aeruginosa 1 1 10 1 1 78
Staphylococcus epidermidis 1 3 6 4 1 1 73
Enterococcus faecalis 1 2 1 56
Staphylococcus aureus (MRSA) 1 1 7 7 1 2 1 46
Haemophilus influenzae 31
Klebsiella pneumoniae 27
Haemophilus parainfluenzae 3 26
Proteus mirabillis 1 3 23
Staphylococcus sp 4 1 1 17
Moraxella (Branhamella ) catarrhalis 16
Streptococcus pneumoniae (PSSP) 2 14
Z D 6 8 2 2 31 7 8 6 178
&t 12 10 1 1 8 7 22 144 24 16 17 1340




