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[EEE] B 5% O it TREGZOMh | BIREE | FBT | EICEshET | PER | hr—TILR [ R
Candida 8 61 3 1 12 5 174
Escherichia coli 2 15 1 3 94 39 54
Streptococcus group B 32 21 2 112
Staphylococcus aureus (MSSA) 5 24 3 2 1 2 9
Staphylococcus epidermidis 1 3 2 1 5 3 56
Pseudomonas aeruginosa 8 49 1 2 1 7 8 1
Enterococcus faecalis 5 1 18 11 43
Staphylococcus aureus (MRSA) 2 19 1 2 4 2
Klebsiella pneumoniae 1 13 1 10 5 10
Haemophilus parainfluenzae 8 18 3 1 1 1
Proteus mirabillis 12 1 2 4 2
Streptococcus group G 2 8 1 1 6
Streptococcus pneumoniae (PSSP) 12 7
Staphylococcus sp 1 2 2 6
Acinetobacter baumannii 9
Haemophilus influenzae 6 8 1
Serratia marcescens 14
Moraxella (Branhamella ) catarrhalis 15 2
Z D1t 4 32 1 3 2 9 1 22 21 18 1
S5t 41 343 10 30 1 6 21 2 198 104 494 1

1 7% BEK | TFHRE |FEREZOM FRHE BEE 1251 HiR Bt | FERAMEE | Zofth &8
Candida 1 2 2 20 1 290
Escherichia coli 2 8 1 1 1 221
Streptococcus group B 1 2 1 1 1 173
Staphylococcus aureus (MSSA) 1 1 4 2 7 80 10 12 1 164
Staphylococcus epidermidis 1 1 6 1 1 6 3 2 1 93
Pseudomonas aeruginosa 4 7 2 90
Enterococcus faecalis 4 1 2 3 1 89
Staphylococcus aureus (MRSA) 1 1 3 8 1 2 46
Klebsiella pneumoniae 1 1 1 43
Haemophilus parainfluenzae 1 33
Proteus mirabillis 5 26
Streptococcus group G 4 1 1 1 25
Streptococcus pneumoniae (PSSP) 1 2 2 24
Staphylococcus sp 1 4 2 18
Acinetobacter baumannii 7 1 17
Haemophilus influenzae 1 1 17
Serratia marcescens 3 17
Moraxella (Branhamella ) catarrhalis 17
ZDith 1 3 1 1 5 5 39 6 8 2 185
A&t 8 8 3 2 21 3 44 184 28 30 6 1588




