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WHEE | mEp | P | PRREpeT | BT [MREEofh] BEE | BT [ACmBT| FER [hT—7TIUR BIR =T Dt
Candida 8 58 8 2 11 7 170
Staphylococcus aureus (MSSA) 7 28 9 5 1 7 1 14
Escherichia coli 1 9 2 66 33 52
Streptococcus group B 22 11 1 100
Pseudomonas aeruginosa 16 34 2 3 13 2
Staphylococcus epidermidis 2 2 48
Enterococcus faecalis 1 2 1 14 13 35
Klebsiella pneumoniae 3 11 2 1 3 14 9 12
Staphylococcus aureus (MRSA) 22 2 1 4
Proteus mirabillis 17 2 5 1
Haemophilus parainfluenzae 6 12 6 1
Haemophilus influenzae 4 9 1 8 1
Acinetobacter baumannii 11 1
Streptococcus group G 3 5 1 1
Streptococcus pneumoniae (PSSP) 8 7
Serratia marcescens 11
Z Dt 7 43 4 2 15 6 20 15 25 1
&5t 56 302 22 2 41 1 5 16 1 153 98 466 1

Mk | Bk | ZRlk | FRLALOM | MR 7] ®/A | Hom | BAROEIE [JFRREm] ot | &
Candida 1 2 1 2 1 25 2 1 299
Staphylococcus aureus (MSSA) 1 1 3 1 3 86 14 5 1 187
Escherichia coli 3 5 1 1 3 176
Streptococcus group B 2 1 1 138
Pseudomonas aeruginosa 5 15 1 91
Staphylococcus epidermidis 1 3 7 10 3 1 2 79
Enterococcus faecalis 1 3 2 1 73
Klebsiella pneumoniae 4 1 2 62
Staphylococcus aureus (MRSA) 3 4 8 3 3 1 51
Proteus mirabillis 2 1 28
Haemophilus parainfluenzae 1 26
Haemophilus influenzae 23
Acinetobacter baumannii 7 2 21
Streptococcus group G 2 3 1 3 19
Streptococcus pneumoniae (PSSP) 1 16
Serratia marcescens 4 1 16
Z D 8 2 3 3 1 3 49 5 7 8 227
ait 17 2 3 8 18 4 29 213 37 18 19 1532




