20175 AR EEE (16FLLE) EAI15ETE

INGE 5 Bt LR35 % D ith JHIb#EA | DR | hT—TILR 3 WAPRERINGT |3 FRART Dth
Candida 8 60 2 7 11 165 2
Escherichia coli 5 1 70 31 56 2
Streptococcus group B 5 26 1 14 122 2
Staphylococcus aureus (MSSA) 3 28 2 2 3 10
Staphylococcus epidermidis 7 3 7 41
Enterococcus faecalis 1 16 11 38 1 1
Pseudomonas aeruginosa 1 43 1 3 5 4 1
Staphylococcus aureus (MRSA) 3 24 1 2 1 1
Haemophilus influenzae 3 5 18 1
Klebsiella pneumoniae 1 5 6 9 3
Haemophilus parainfluenzae 12 9 1
Streptococcus pneumoniae (PSSP) 2 8 12
Moraxella (Branhamella ) catarrhalis 14 9
Proteus mirabillis 1 5 6 2
Serratia marcescens 10 2
Enterococcus faecium 1 2 3 6
Z DAt 11 44 6 1 12 14 20
= 50 295 51 5 2 141 95 469 2 8
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Candida 1 1 11 1 279
Escherichia coli 1 6 181
Streptococcus group B 1 2 1 1 177
Staphylococcus aureus (MSSA) 1 5 56 5 5 2 130
Staphylococcus epidermidis 1 9 17 1 2 90
Enterococcus faecalis 2 76
Pseudomonas aeruginosa 1 9 3 1 74
Staphylococcus aureus (MRSA) 2 1 8 2 1 54
Haemophilus influenzae 2 1 31
Klebsiella pneumoniae 1 2 1 31
Haemophilus parainfluenzae 1 27
Streptococcus pneumoniae (PSSP) 2 1 25
Moraxella (Branhamella ) catarrhalis 24
Proteus mirabillis 2 1 19
Serratia marcescens 1 3 18
Enterococcus faecium 3 18
ZDfth 3 1 1 6 8 35 7 9 8 201
A&t 8 1 4 25 36 150 19 18 20 1455




