2017E3AARE (16F L) LEAI15EFE

HEE | EEm | O Bt WREZOM | RIRE | BT [HERtOfm] FER [ Ar—7T/UR | B SRkt | sRetoln
Candida 8 41 7 1 3 5 9 117
Escherichia coli 4 8 3 1 61 40 59
Streptococcus group B 8 27 17 3 102
Staphylococcus aureus (MSSA) 8 29 16 2 2 1 3 1 10
Enterococcus faecalis 3 3 18 12 37 1
Pseudomonas aeruginosa 3 40 5 8 3
Staphylococcus epidermidis 5 3 1 4 1 31 1
Staphylococcus aureus (MRSA) 8 27 2 1 1 4 1
Moraxella (Branhamella ) catarrhalis 3 14 18
Haemophilus influenzae 2 6 1 12 1 2 2
Klebsiella pneumoniae 3 2 5 8 7
Haemophilus parainfluenzae 8 13 3 1 1
Staphylococcus sp 2 3 1 6
Proteus mirabillis 10 1 1 5 1
Streptococcus group A 8 5 2 5
Z Dt 4 58 19 1 9 19 16 13 1 1
&t 64 291 11 73 7 6 19 2 143 108 394 2 2
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Candida 1 1 2 1 15 1 2 214
Escherichia coli 3 1 1 2 1 1 4 189
Streptococcus group B 1 2 1 161
Staphylococcus aureus (MSSA) 1 3 4 2 46 4 5 137
Enterococcus faecalis 1 1 1 1 3 2 4 87
Pseudomonas aeruginosa 2 1 7 2 1 1 73
Staphylococcus epidermidis 3 9 11 1 1 1 72
Staphylococcus aureus (MRSA) 1 1 3 7 7 1 1 2 67
Moraxella (Branhamella ) catarrhalis 35
Haemophilus influenzae 2 28
Klebsiella pneumoniae 1 1 1 28
Haemophilus parainfluenzae 26
Staphylococcus sp 1 1 1 1 4 1 2 23
Proteus mirabillis 1 1 20
Streptococcus group A 20
Z D 1 3 2 9 25 8 19 17 225
it 4 9 2 3 19 15 26 118 20 32 35 1405




