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Wi | rE =] BT | R | RBT [Hiteehait| PEER | AT—T/VR | BB [BhResleit] Mok
Candida 8 56 6 1 5 7 92 1
Escherichia coli 1 7 1 3 73 25 45 11
Streptococcus group B 8 37 2 13 2 95 2
Staphylococcus aureus (MSSA) 7 38 4 1 18 1
Pseudomonas aeruginosa 4 51 6 8 1
Enterococcus faecalis 3 2 1 12 11 44
Staphylococcus epidermidis 7 1 6 1 26 2
Staphylococcus aureus (MRSA) 5 25 1 1 4 1
Klebsiella pneumoniae 1 8 3 9 4 7 2
Haemophilus influenzae 2 16 13 2
Moraxella (Branhamella ) catarrhalis 1 8 18 2
Haemophilus parainfluenzae 12 13 3 1
Streptococcus group G 2 7 1 2 2 6
Streptococcus pneumoniae (PSSP) 3 18 1
Serratia marcescens 6 11 1 1
Proteus mirabillis 8 3 6
Z Dk 16 61 1 3 6 24 20 15 1 4
&t 73 359 12 59 5 16 1 154 91 353 3 21

Bi& Bk | ZFRlEZOM [ ABRE RIE B2l HE |FAR4R| FERREE | £t =1
Candida 1 1 14 2 194
Escherichia coli 1 2 5 1 1 2 178
Streptococcus group B 2 1 1 163
Staphylococcus aureus (MSSA) 1 2 4 4 58 9 2 1 150
Pseudomonas aeruginosa 3 3 11 1 2 90
Enterococcus faecalis 3 1 1 1 79
Staphylococcus epidermidis 9 1 7 2 2 2 66
Staphylococcus aureus (MRSA) 2 1 1 4 11 3 1 3 63
Klebsiella pneumoniae 1 1 1 37
Haemophilus influenzae 1 1 35
Moraxella (Branhamella ) catarrhalis 1 1 31
Haemophilus parainfluenzae 1 30
Streptococcus group G 1 1 5 27
Streptococcus pneumoniae (PSSP) 1 23
Serratia marcescens 1 20
Proteus mirabillis 1 1 1 20
ZD4h 1 1 1 3 8 5 31 8 13 6 228
a8t 1 7 3 20 21 28 143 27 18 19 1434




