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Candida 8 48 13 1 4 6 124
Escherichia coli 1 11 3 89 38 63 1
Staphylococcus aureus (MSSA) 8 21 10 2 1 3 1 12 2
Streptococcus group B 14 30 13 1 97 1 2
Staphylococcus epidermidis 5 1 4 2 1 45 1
Pseudomonas aeruginosa 9 48 1 14 3
Enterococcus faecalis 1 1 16 11 41 1
Klebsiella pneumoniae 2 10 1 1 3 16 9 17
Staphylococcus aureus (MRSA) 2 19 1 1 1
Haemophilus parainfluenzae 14 9 7 1 2
Proteus mirabillis 3 12 2 5 4
Haemophilus influenzae 6 10 1 9 1
Streptococcus group G 3 8 1 3 2
Serratia marcescens 2 12 1 2
Aspergillus
Staphylococcus sp 2 1 1 4 1
Z Dt 16 51 3 11 7 1 28 15 17 2
&&t 89 296 25 2 37 1 3 16 1 178 105 432 8 3
itk [ BEX ERk | ERRT O (15 BN Bal EiR BREE| EEBIEE | Z04h aEt
Candida 2 1 3 30 2 1 243
Escherichia coli 3 2 5 5 4 225
Staphylococcus aureus (MSSA) 3 2 1 8 1 6 69 14 4 2 170
Streptococcus group B 1 1 3 4 1 168
Staphylococcus epidermidis 4 2 16 1 1 12 4 4 2 105
Pseudomonas aeruginosa 2 1 1 5 18 102
Enterococcus faecalis 2 1 1 1 1 1 1 79
Klebsiella pneumoniae 1 1 1 2 1 65
Staphylococcus aureus (MRSA) 1 2 6 7 2 1 44
Haemophilus parainfluenzae 34
Proteus mirabillis 6 1 33
Haemophilus influenzae 3 30
Streptococcus group G 1 5 3 26
Serratia marcescens 1 6 24
Aspergillus 22 22
Staphylococcus sp 3 6 3 1 22
Z Dt 5 1 2 1 6 3 8 34 8 14 11 244
&&t 17 1 11 4 4 4 9 45 213 46 26 23 1636




