2016F6 RS EtE (16FLIL) Efi15EE

i1 EE£2 m]:: &it FEREFETOM | RBEEE | Bt | PER | AT—TILR i BRI | MRIFTOM | MK
Candida 7 48 12 1 1 3 5 123
Escherichia coli 2 6 5 68 39 56 1 2
Staphylococcus aureus (MSSA) 9 20 1 8 1 3 2 17
Streptococcus group B 8 23 12 2 96
Staphylococcus epidermidis 4 4 1 1 40 6
Enterococcus faecalis 1 2 12 11 39 1
Pseudomonas aeruginosa 8 32 1 1 2 7
Haemophilus parainfluenzae 24 17 3 1 1 1
Staphylococcus aureus (MRSA) 1 14 1 2 1 2 1
Haemophilus influenzae 10 11 13
Proteus mirabillis 1 10 9 3 2
Klebsiella pneumoniae 8 1 2 10 1 2 1
Streptococcus group G 5 5 1 4 3
Serratia marcescens 2 10 1 1 2 1
Moraxella (Branhamella ) catarrhalis 2 7 6 1
Z D 24 37 1 11 1 7 17 17 16 1 8
ait 103 253 20 47 3 3 17 140 89 398 4 1 20
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Candida 1 22 1 2 226
Escherichia coli 1 1 5 2 2 6 196
Staphylococcus aureus (MSSA) 1 3 4 6 72 3 2 6 158
Streptococcus group B 1 1 1 144
Staphylococcus epidermidis 1 1 16 2 1 11 1 1 90
Enterococcus faecalis 1 1 1 1 1 1 1 73
Pseudomonas aeruginosa 4 11 1 1 68
Haemophilus parainfluenzae 2 49
Staphylococcus aureus (MRSA) 2 1 4 17 2 1 49
Haemophilus influenzae 34
Proteus mirabillis 4 2 31
Klebsiella pneumoniae 1 1 2 29
Streptococcus group G 1 1 5 1 1 27
Serratia marcescens 3 2 22
Moraxella (Branhamella ) catarrhalis 1 17
Z D 1 1 1 3 4 1 8 43 10 11 14 237
ait 1 2 3 5 31 11 40 185 25 18 31 1450




