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iR | B O Bt [ BWREE | BT | MR | B —TIUR B DR | BREBZOM | &
Candida 9 29 10 3 4 4 131 1
Escherichia coli 1 5 1 5 70 18 68 2 2
Streptococcus group B 10 15 8 111
Staphylococcus aureus (MSSA) 10 23 3 6 3 4 2 17
Enterococcus faecalis 1 1 3 14 7 35 1
Staphylococcus epidermidis 3 3 1 36 2
Pseudomonas aeruginosa 6 36 1 1 2 3 4
Staphylococcus aureus (MRSA) 2 21 3 3 1
Haemophilus parainfluenzae 15 15 6 1 2
Haemophilus influenzae 11 17 8 1
Proteus mirabillis 3 10 4 6 1 2
Moraxella (Branhamella ) catarrhalis 2 10 11
Klebsiella pneumoniae 2 4 2 3 4 5
Streptococcus group G 7 1 4
Streptococcus group A 7 2 5 1
Z Dt 16 39 1 18 6 12 15 18 1 3 3
2t 95 235 20 50 7 20 126 59 438 4 4 12

K | ZhiEk | FRiEzoM | RS BEE 1581 HiR FmkiElE | JERMRIEIR | EOfth &%
Candida 3 1 1 1 15 2 214
Escherichia coli 2 1 3 4 3 185
Streptococcus group B 1 1 1 1 148
Staphylococcus aureus (MSSA) 1 5 1 2 55 4 7 1 144
Enterococcus faecalis 1 1 3 3 1 1 72
Staphylococcus epidermidis 2 10 1 1 10 1 1 71
Pseudomonas aeruginosa 1 4 10 1 69
Staphylococcus aureus (MRSA) 2 6 1 4 43
Haemophilus parainfluenzae 1 40
Haemophilus influenzae 1 1 40
Proteus mirabillis 1 27
Moraxella (Branhamella ) catarrhalis 2 25
Klebsiella pneumoniae 1 21
Streptococcus group G 2 3 2 2 21
Streptococcus group A 1 1 1 18
ZDith 5 1 9 1 2 40 8 13 8 219
8t 11 4 3 30 4 24 146 19 30 16 1357




