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[ BB | O | SasmT | Bt [ WREEOM | SR | BT | Ea [SLsmt DRILRTOMm] PEE [H7—7I/LR | B | @Rkt

Candida 12 61 10 1 1 6 8 119
Escherichia coli 1 2 1 1 2 54 30 42
Streptococcus group B 4 23 11 3 105
Staphylococcus aureus (MSSA) 6 25 3 2 1 1 16 1
Enterococcus faecalis 5 1 8 8 39
Pseudomonas aeruginosa 2 33 1 4 9
Staphylococcus epidermidis 4 3 1 4 30
Staphylococcus aureus (MRSA) 2 20 1 1 6
Haemophilus influenzae 6 16 14 1
Haemophilus parainfluenzae 10 16 1 1
Streptococcus group G 2 4 1 1 3
Klebsiella pneumoniae 2 7 1 3 3 5
Proteus mirabillis 11 2 1 2 1 1
Streptococcus group A 10 8
Serratia marcescens 8 2
ZDih 9 45 1 2 24 1 2 1 2 8 17 17 1
A&t 66 280 11 2 50 1 9 3 1 4 2 103 91 382 2

WREBEZOM| @& HEK ZRI& Eifiik | ZRlzzOM | BRiE BEX 188l Hik BARCIERE | SEBAMUIEIR Z 0 &8
Candida 1 2 1 2 13 1 238
Escherichia coli 2 3 3 5 1 2 2 9 160
Streptococcus group B 1 1 2 2 1 2 2 157
Staphylococcus aureus (MSSA) 1 1 1 1 1 7 69 2 5 1 144
Enterococcus faecalis 1 2 1 3 3 1 1 73
Pseudomonas aeruginosa 2 7 11 2 71
Staphylococcus epidermidis 2 1 5 2 5 2 2 1 62
Staphylococcus aureus (MRSA) 1 2 4 5 1 1 44
Haemophilus influenzae 2 39
Haemophilus parainfluenzae 1 29
Streptococcus group G 7 5 2 25
Klebsiella pneumoniae 1 1 1 24
Proteus mirabillis 1 2 1 22
Streptococcus group A 18
Serratia marcescens 1 1 5 17
Z Dt 5 9 3 1 1 2 5 40 9 16 14 235
&t 4 12 15 6 1 4 11 8 43 163 26 29 29 1358




