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THEE BEf | O [WRshmT] S  [WReEcOMh] 0P | BT [ACSmT] HEee0tn | SERK [hr—FUR| B |

Candida 11 54 20 3 1 15 6 113
Escherichia coli 5 1 1 1 76 23 71
Staphylococcus aureus (MSSA) 6 20 1 8 1 3 4 15
Streptococcus group B 5 18 1 10 139
Enterococcus faecalis 5 2 1 17 13 46
Pseudomonas aeruginosa 4 33 2 1 6 7
Staphylococcus epidermidis 3 1 1 4 1 34
Klebsiella pneumoniae 3 10 1 1 2 3 10 5 10
Haemophilus parainfluenzae 16 16 4 1 1 1
Staphylococcus aureus (MRSA) 2 14 3 1
Proteus mirabillis 3 17 2 5 1
Haemophilus influenzae 7 5 10 1 3
Streptococcus group G 7 8 2 4
Aspergillus
Streptococcus group A 10 5
ZDth 9 64 3 1 14 2 8 1 1 18 12 13
ait 83 272 29 2 35 10 5 17 1 3 159 74 463

WREFET | M BEK TRk | FRAEZOM ERAE B B2 HiR BABUERR 30535 ZDfth &t
Candida 3 1 1 19 2 249
Escherichia coli 2 2 3 5 2 1 1 7 201
Staphylococcus aureus (MSSA) 6 1 2 2 2 85 15 5 4 180
Streptococcus group B 2 1 176
Enterococcus faecalis 3 1 2 1 3 1 3 98
Pseudomonas aeruginosa 1 1 2 13 2 72
Staphylococcus epidermidis 2 2 6 5 2 11 72
Klebsiella pneumoniae 1 1 1 1 1 1 51
Haemophilus parainfluenzae 1 1 41
Staphylococcus aureus (MRSA) 1 1 1 6 3 1 33
Proteus mirabillis 1 2 31
Haemophilus influenzae 1 2 29
Streptococcus group G 1 1 1 2 26
Aspergillus 24 24
Streptococcus group A 1 1 3 20
Z D4 1 3 2 2 4 1 28 8 16 24 235
&it 5 19 7 4 2 12 7 15 195 36 28 55 1538




