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Candida 17 54 14 2 2 4 7 4 134 2

Escherichia coli 12 1 4 77 30 67

Staphylococcus aureus (MSSA) 5 18 1 4 1 3 1 18

Staphylococcus epidermidis 2 7 3 3 2 1 72

Streptococcus group B 4 10 1 12 102

Enterococcus faecalis 1 2 1 18 13 60

Pseudomonas aeruginosa 2 28 1 6 2

Klebsiella pneumoniae 4 12 1 7 5 6

Haemophilus parainfluenzae 16 16 5 1

Staphylococcus aureus (MRSA) 2 10 1 2 3 2

Streptococcus group A 7 1 10 3

Aspergillus

Proteus mirabillis 1 9 2 9

Haemophilus influenzae 1 6 9 3 1

Staphylococcus sp 2 2 1 10 1

ZDfth 7 53 3 12 1 9 22 22 18 1 2

8t 69 240 25 32 3 4 18 153 94 506 2 10
& BX | BZHiE [ZEREZOH IR AE BE L] HiE BRI IR | FERHIERR| T =11

Candida 1 2 2 2 2 19 3 1 1 273

Escherichia coli 3 1 1 3 199

Staphylococcus aureus (MSSA) 2 2 3 1 108 15 9 4 195

Staphylococcus epidermidis 2 1 14 1 24 9 1 15 157

Streptococcus group B 2 2 2 135

Enterococcus faecalis 1 1 1 1 1 5 1 2 108

Pseudomonas aeruginosa 2 2 25 1 2 71

Klebsiella pneumoniae 1 1 3 1 2 3 46

Haemophilus parainfluenzae 38

Staphylococcus aureus (MRSA) 1 1 3 9 2 1 1 38

Streptococcus group A 1 2 1 1 26

Aspergillus 25 25

Proteus mirabillis 1 3 25

Haemophilus influenzae 1 3 24

Staphylococcus sp 1 5 1 23

ZD4h 6 2 12 1 2 42 10 15 12 252

a8t 11 2 4 4 37 11 13 274 45 31 47 1635




