77 LGEKE

PCG | ABPC | CEz |CzOP |cDTR-PI| IPM/CS CVAéAMP GM | ABK | cAm | cbm | MINO | LvFX | vem ST FOM
MRSA 0 0 0 0 0 0 0 413 | 966 | 163 | 413 62 283 100 995 494
MSSA 373 373 | 999 | 100 | 999 99.9 998 717 | 969 | 64 956 99.2 908 100 99.8 947
Staphylococous epidermidis 214 | 214 | 422 | 422 | 418 452 45 1 626 | 995 | 545 | 843 97.9 50.1 100 94.4 563
Enterococous fascalis 99.7 100 0 0 0 99 1 100 0 0 38 0 26.2 795 100 0 05
Enterococous fasoium 28 28 0 0 0 257 333 0 0 28 14 728 20 100 0 0
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b S
SBT/0P

ABPC | PIPC | CcEz | cAz | czop |cDTR-pI| 1IPM/CS | MEPM | AZT 4 GM AMK | MINO | LVFX | sT FOM
Escherichia ool 622 655 | 828 | 883 | 887 846 996 998 87 | 971 88.2 995 92.4 707 841 916
Klebsiella pneumonias 0 5090 | 918 | 954 | 957 925 98.7 99 935 | 993 | 935 99 94 1 98.7 96.4 396
P mirabillis 337 396 | 389 | 448 | 428 39.6 961 993 | 454 | 928 | 844 100 9 38.9 94.1 35
Serratia marcescens 133 76.4 0 | 815 | 872 39.4 98 99.3 84 | 955 | 942 97.4 923 92.9 99.3 54 1
M.morganii K 54.4 11 | 966 50 277 923 988 | 744 | 922 | 901 100 395 63.3 91.2 2.2
E.acrogencs 18 83.1 12 | 843 | 100 722 988 100 | 879 | 988 | 963 100 939 98 8 988 373
7 NOVEIERER

ABPC | PIPC | CAz |czop |PM/cS| MEPM | AZT SBTZ/CP GM | AMK | MINO | LVFX | cPFx | sT FOM
Pseudompnas aeruginosa 0 95.2 92.9 91.9 85.8 89.9 83 90.4 79.6 91.6 0 84.5 85.5 0.1 0.3
Acinetobacyer 0.7 899 | 938 | 93 953 945 565 945 | 892 | 945 | 976 92.2 85.2 915 0
Stenotrophomonas maltophilia 1.6 38.7 59.6 9.6 0 3.2 48 88.7 20.6 241 100 93.5 30.6 96.8 0

S

2 BEER

PCG | ABPG | CTX | CTRX |CDTR-PI|CFPN-PI|PAPM/BP| FRPM | CAM | cLDM | MINO | LVFX
Streptcoccus pneumoniae 51.8 51.8 915 87.9 98 93.6 97.5 98.1 10.8 38 28 99.1

ABPC CV%AM ccL | cTx | cTRX |cDTR-PI| MEPM | FRPM | CAM | cP | MINO | LVFX
Heamophilus influenza 33.2 609 | 395 | 997 | 100 100 977 429 | 693 | 992 | 987 99.8

PCG | ABPGC | CTX | CTRX |CDTR-PI|CFPN-PI| CAM | cLDM | MINO | veM | LVFx
Streptcoccus group A 100 100 100 100 100 100 42 66.4 80.5 100 98.5




