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NHEE R O | kIR St FERIFETOMm| SBEFE | EH | HERBH | FER | AT TR e HAPRBRAR

Candida 8 44 12 1 7 9 145
Escherichia coli 1 7 1 2 1 77 36 62 1
Staphylococcus aureus (MSSA) 4 12 3 2 2 2 23
Streptococcus group B 14 2 15 1 120
Staphylococcus epidermidis 5 3 4 2 58
Enterococcus faecalis 4 1 13 6 50
Pseudomonas aeruginosa 1 34 1 1 3 8 3
Klebsiella pneumoniae 2 12 2 1 1 9 6 17
Staphylococcus aureus (MRSA) 3 20 1 2 1 2 3
Haemophilus parainfluenzae 18 10 3 1 1
Aspergillus
Staphylococcus sp 1 14
Serratia marcescens 13
Haemophilus influenzae 6 8 3 1 1 1
Proteus mirabillis 3 1 1 7
Z Dt 18 49 2 1 7 1 2 3 16 19 17
a&t 61 236 20 2 17 5 12 6 2 146 90 521 3

WRBTOM | IME i ¥/ FRIE | FRBEZTOM BRfAE B = R BARKIERR | JEFIRIERR | T ith &k
Candida 1 1 3 3 1 33 2 1 4 275
Escherichia coli 2 3 3 1 3 200
Staphylococcus aureus (MSSA) 1 1 1 3 5 2 99 15 12 3 190
Streptococcus group B 2 3 1 1 159
Staphylococcus epidermidis 2 2 9 21 2 4 16 128
Enterococcus faecalis 1 2 2 5 84
Pseudomonas aeruginosa 1 15 3 1 71
Klebsiella pneumoniae 2 2 3 57
Staphylococcus aureus (MRSA) 2 15 4 1 1 55
Haemophilus parainfluenzae 2 35
Aspergillus 28 28
Staphylococcus sp 1 1 1 2 2 2 1 25
Serratia marcescens 6 1 3 23
Haemophilus influenzae 1 21
Proteus mirabillis 2 2 1 3 20
Z D4 2 3 1 1 1 6 3 3 45 11 16 15 242
&it 2 9 3 2 6 26 14 15 277 47 39 52 1613




