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NEER 5% ] it FRIRERT DM | BRIERE | BBH  |HIERRA| PER | AP T—TILR = HRIBBET
Candida 10 50 12 1 3 2 7 126
Escherichia coli 1 12 4 1 52 31 73 3
Staphylococcus aureus (MSSA) 5 17 6 2 1 15
Streptococcus group B 4 11 14 4 110
Staphylococcus epidermidis 1 3 5 3 2 72 1
Enterococcus faecalis 5 1 11 13 48
Pseudomonas aeruginosa 1 37 1 14 1
Staphylococcus aureus (MRSA) 4 24 1 1 1 2 3
Klebsiella pneumoniae 3 11 1 1 1 2 9 6 8
Haemophilus parainfluenzae 13 11 4 3
Haemophilus influenzae 4 12 4 1 2
Proteus mirabillis 1 5 3 4 2
Streptococcus group G 6 4 6
Staphylococcus sp 3 1 1 2 1 7
Aspergillus
Serratia marcescens 8 2 2
Z Dk 18 42 1 17 3 6 1 23 20 15 1
S5t 71 255 19 36 1 7 16 2 123 107 491 5

Mm% X | BR& |ERiETOM IR AE RE =& iR FRBER| JEFRABIER | €O -1
Candida 2 2 5 21 2 1 244
Escherichia coli 2 5 1 1 3 2 5 2 2 200
Staphylococcus aureus (MSSA) 1 1 9 5 1 68 15 2 9 157
Streptococcus group B 1 1 1 2 1 149
Staphylococcus epidermidis 3 2 9 1 17 2 4 13 138
Enterococcus faecalis 1 1 1 2 2 1 4 1 91
Pseudomonas aeruginosa 1 1 1 13 2 1 73
Staphylococcus aureus (MRSA) 3 1 1 8 3 2 54
Klebsiella pneumoniae 2 1 1 1 1 48
Haemophilus parainfluenzae 2 33
Haemophilus influenzae 3 26
Proteus mirabillis 5 2 22
Streptococcus group G 2 1 1 2 22
Staphylococcus sp 3 1 1 20
Aspergillus 17 17
Serratia marcescens 4 1 17
ZD4h 5 13 2 4 5 2 19 12 19 11 239
&t 17 21 2 10 31 22 17 179 49 32 37 1550




