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Vibrio parahaemolyticus

Citrobacter

Staphylococcus aureus (MRSA)

— |k |k |k | k| |k |k |k |k |k |k |k |k [k = NN NN QWIWIWDA DD OIN NN

Z D

P
=]

it

256

o = e e e e e e e S Y e N Y Y N N N S N S S A R N S N E SIS IR RN

N
(&2




