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557 P37 [m]:] &t HR e eih | BUREE | BT | SHiCmMeT | PEER | DT—T VR B MRIRRT | ShRIET DM
Candida 4 58 12 1 2 2 108 1
Staphylococcus aureus (MSSA) 11 21 21 2 17
Escherichia coli 5 1 1 1 48 29 45
Streptococcus group B 2 21 10 2 107
Staphylococcus epidermidis 7 14 7 45 1
Enterococcus faecalis 1 1 7 9 39 1
Pseudomonas aeruginosa 1 29 1 1 10 1
Staphylococcus aureus (MRSA) 1 30 1 1
Klebsiella pneumoniae 3 15 2 5 4 5 1
Haemophilus parainfluenzae 14 14 3 1 1
Haemophilus influenzae 3 11 12 1 1
Moraxella (Branhamella ) catarrhalis 6 12 1
Aspergillus
Streptococcus pneumoniae (PSSP) 2 3 8
Proteus mirabillis 5 3 5
Z Dt 14 58 1 19 5 2 11 15 17 1 2
= 55 284 16 89 1 2 10 3 98 77 384 2 5
1% BK | Rk [FRBEZOM ERAE BB 3.1 HiE BHECERE | FERIER | zoith &t
Candida 1 3 1 10 2 2 207
Staphylococcus aureus (MSSA) 1 3 1 2 1 6 51 13 6 3 159
Escherichia coli 3 1 1 1 2 3 1 5 147
Streptococcus group B 1 1 1 1 1 147
Staphylococcus epidermidis 1 4 7 2 5 5 1 11 110
Enterococcus faecalis 1 1 1 1 1 2 2 67
Pseudomonas aeruginosa 6 1 50
Staphylococcus aureus (MRSA) 1 1 4 1 40
Klebsiella pneumoniae 1 1 2 39
Haemophilus parainfluenzae 33
Haemophilus influenzae 1 1 30
Moraxella (Branhamella ) catarrhalis 19
Aspergillus 18 18
Streptococcus pneumoniae (PSSP) 1 1 2 17
Proteus mirabillis 1 1 2 17
Z Dt 6 1 3 4 1 7 16 11 13 15 222
&it 14 3 3 8 18 9 19 117 39 22 44 1322




