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IREE BRR w3 0% SR AR it 24 5 IHEE BEit HIESEET R | ADT—TILR B HAPR R AR it
Candida 3 67 5 1 4 6 114
Escherichia coli 19 1 1 4 44 33 30
Staphylococcus aureus (MSSA) 4 32 1 13 2 1 3 3 15
Streptococcus group B 4 25 10 6 82
Staphylococcus epidermidis 1 6 6 4 36
Enterococcus faecalis 2 3 2 6 8 44
Pseudomonas aeruginosa 26 1 1 11 1
Staphylococcus aureus (MRSA) 1 31 3 1 1 1
Klebsiella pneumoniae 4 13 1 9 6 4
Haemophilus parainfluenzae 13 16 4 4
Proteus mirabillis 1 10 2 7 2
Haemophilus influenzae 3 11 8 2
Streptococcus group G 2 7 1 2 2 1 4
Streptococcus pneumoniae (PSSP) 6 10
Moraxella (Branhamella ) catarrhalis 9 9
Z Dk 11 52 1 8 4 12 17 20 1
ait 47 332 12 1 65 5 13 2 98 99 353 1

1 % K | BHiE | FRIEZOHM | EREE RE EEl HiE BAMERR | JEBARIEIR | = &t
Candida 2 3 1 13 1 1 3 224
Escherichia coli 2 2 1 4 1 1 2 7 152
Staphylococcus aureus (MSSA) 1 2 1 4 3 49 9 2 7 152
Streptococcus group B 2 2 1 3 135
Staphylococcus epidermidis 3 1 9 12 3 1 11 94
Enterococcus faecalis 2 1 1 2 72
Pseudomonas aeruginosa 1 14 1 56
Staphylococcus aureus (MRSA) 1 3 1 3 4 2 1 2 55
Klebsiella pneumoniae 1 1 1 1 2 43
Haemophilus parainfluenzae 1 38
Proteus mirabillis 2 4 1 1 30
Haemophilus influenzae 1 1 26
Streptococcus group G 1 3 1 24
Streptococcus pneumoniae (PSSP) 6 22
Moraxella (Branhamella ) catarrhalis 1 1 20
Z D1t 4 4 1 3 2 2 37 9 12 8 208
it 10 8 1 12 17 15 22 142 28 26 42 1351




