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TR B OB | BRERT | St | RO | mmp | B | EEERT | TR <? | gmMR |(hr—TAR| B

Candida 6 68 12 2 2 7 8 127
Staphylococcus aureus (MSSA) 5 20 1 1 15 3 3 14
Escherichia coli 7 4 74 34 40
Streptococcus group B 2 24 18 3 95
Staphylococcus epidermidis 2 12 1 5 42
Enterococcus faecalis 1 3 4 1 14 18 43
Pseudomonas aeruginosa 1 37 1 1 1 12 4
Haemophilus parainfluenzae 17 31 3 1 3
Klebsiella pneumoniae 2 16 1 4 1 8 7 6
Staphylococcus aureus (MRSA) 26 1 1 2 2 2
Streptococcus group G 3 15 3 2 2
Serratia marcescens 13 1 1 1 1 3
Haemophilus influenzae 4 11 5 1
Proteus mirabillis 1 7 4 5 2
Morganella morganii 4 1 3 7 3
Z DAt 15 72 2 19 3 1 9 1 1 20 31 23
&it 57 356 21 3 60 4 5 24 3 3 161 132 403

PREM | BRETOM| MK | FME | TORO | s | KA | B8 R | MAER MR tof | A
Candida 1 2 3 2 24 1 5 270
Staphylococcus aureus (MSSA) 5 1 3 6 7 90 7 7 11 199
Escherichia coli 1 1 1 3 1 3 169
Streptococcus group B 1 1 1 1 146
Staphylococcus epidermidis 1 1 4 3 10 15 1 2 12 111
Enterococcus faecalis 1 1 1 1 4 92
Pseudomonas aeruginosa 1 3 20 2 2 85
Haemophilus parainfluenzae 1 2 58
Klebsiella pneumoniae 1 1 2 2 51
Staphylococcus aureus (MRSA) 1 1 1 1 5 5 1 49
Streptococcus group G 2 4 2 33
Serratia marcescens 4 1 25
Haemophilus influenzae 1 1 1 24
Proteus mirabillis 1 1 1 1 23
Morganella morganii 1 1 1 21
Z D4t 1 7 2 6 5 3 52 6 7 13 299
&t 7 2 18 2 10 24 14 23 221 28 20 54 1655




