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XEBE 01

AWz 018

KIEE 025

Campylobacter

KEGE 06

KBE 015

XEE 08

KEBE 0153

R XEE 026 X1

KEEE 086a

KBE 0125

KEBE 0169

Salmonella sp

KBE 0127a

Clostridium difficile*

Aeromonas hydrophilia

HBERMEXBE 0145 X2

ABBE 0103

AlBE 0152

ABBE 0159

XBE 078

ABE 0114

Vibrio parahaemolyticus

Staphylococcus aureus (MRSA)

KBE 091

mRMEXEE 0157 %3

ABBE 0164

ABBE 0124

ABBE 020

KBEE 0142

KBE 0146

KiBEE 0126

KBE 055

KBEE_ 044

KEBE 0128

KBEE 0119

KBE 0111

KEBEE_ 026

Yersinia enterocolitica

BRMEXRBE 0103 %4

KBE 0161

RBEE 0121

mEEXBEOI X5

KBE 0143

AEEE 029

KiBE 0136

ABsE O112ac

KA 0115

KiEE_0148

KBE 027

Edwardsiella tarda

Citrobacter freundii

Enterobacter cloacae
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X1 026 ~NAFHXRWVT) BE 748
X2 0145 ROEFXR(VT) BE 34
X3 0157 ROFEZXR(VT1, VT2) Bt 2#4
¥4 0103 NOFEFXRVTL) BE 14
X5 0111 AOFEHR(VTL, VT2) Bt 14




