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Candida 7 60 10 4 4 6 117
Staphylococcus aureus (MSSA) 13 35 17 1 1 2 2 14
Escherichia coli 15 4 61 41 34
Streptococcus group B 3 31 14 2 83
Staphylococcus epidermidis 6 15 1 5 36 3
Pseudomonas aeruginosa 1 41 1 15 1
Enterococcus faecalis 5 8 23 34
Staphylococcus aureus (MRSA) 2 26 1 1 5 1
Klebsiella pneumoniae 3 20 1 2 8 6 4
Haemophilus influenzae 2 21 13 1
Proteus mirabillis 12 4 12
Haemophilus parainfluenzae 10 12 2 2
Streptococcus group G 3 7 1 2 1
Moraxella (Branhamella ) catarrhalis 3 10 9
Streptococcus group A 10 2 1 1 5
ZDith 2 70 1 17 9 18 32 17 2
&t 59 373 12 2 75 2 20 1 1 127 146 347 5

BRELOM | Mk | BK |FRALOM| BEls | KK | Bal Him BARTERR | JEBRIIEM | €Ot BF
Candida 1 1 1 2 23 5 3 2 246
Staphylococcus aureus (MSSA) 1 4 1 3 66 4 8 7 179
Escherichia coli 1 3 1 3 1 4 168
Streptococcus group B 2 1 1 137
Staphylococcus epidermidis 2 6 5 1 1 15 2 3 9 110
Pseudomonas aeruginosa 2 1 5 17 1 2 87
Enterococcus faecalis 1 2 4 3 2 82
Staphylococcus aureus (MRSA) 2 6 4 2 1 51
Klebsiella pneumoniae 1 2 1 1 49
Haemophilus influenzae 1 1 39
Proteus mirabillis 1 4 3 1 37
Haemophilus parainfluenzae 1 3 30
Streptococcus group G 2 1 3 2 1 3 26
Moraxella (Branhamella ) catarrhalis 2 1 25
Streptococcus group A 1 1 1 2 1 25
ZDith 1 5 2 2 8 1 6 50 8 19 13 283
&t 6 12 5 10 24 6 28 197 33 39 44 1574




