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WoE | PEm | O BT RGO | BIARE | BT | Bl oln | PRR [AT—7IUR] B | ARkt | BhReac ol |
Candida 11 63 15 2 2 8 93 2
Staphylococcus aureus (MSSA) 7 15 1 15 2 1 1 13
Escherichia coli 2 3 1 75 43 46 1 2
Streptococcus group B 7 17 20 2 96 2
Staphylococcus epidermidis 7 14 1 5 1 35
Pseudomonas aeruginosa 3 45 1 1 3 14 1
Enterococcus faecalis 2 1 2 1 16 15 35 2
Klebsiella pneumoniae 2 10 1 1 2 11 11 12
Staphylococcus aureus (MRSA) 2 20 3 2 1
Aspergillus 1
Proteus mirabillis 3 10 5 6 1
Haemophilus parainfluenzae 16 8 2 2
Haemophilus influenzae 8 12 3 2
Staphylococcus sp 1 5 2 6
Acinetobacter baumannii 1 4 2 2 1
Z D4t 18 64 18 1 1 3 2 19 30 19 3
&t 80 279 18 62 5 5 10 6 170 124 361 1 11

& | Bk | Rk | ZRARZ0 BRAE BiE | 1Al Him BRI | SFBRTEN | €O B
Candida 2 1 7 2 3 2 43 1 257
Staphylococcus aureus (MSSA) 1 6 10 3 115 9 6 2 207
Escherichia coli 3 3 1 1 4 1 1 6 193
Streptococcus group B 2 4 4 1 1 156
Staphylococcus epidermidis 2 4 12 1 1 23 4 2 4 116
Pseudomonas aeruginosa 1 3 39 2 1 114
Enterococcus faecalis 1 2 6 1 1 85
Klebsiella pneumoniae 1 1 1 2 2 1 58
Staphylococcus aureus (MRSA) 4 1 2 6 10 3 3 57
Aspergillus 34 1 36
Proteus mirabillis 2 3 2 32
Haemophilus parainfluenzae 1 29
Haemophilus influenzae 1 26
Staphylococcus sp 3 3 1 21
Acinetobacter baumannii 8 1 19
Z Dt 3 4 1 2 12 5 8 53 3 13 8 290
&5t 11 11 4 17 38 23 36 344 27 28 25 1696




