TS LBHERE

PCG ABPC CEZ | CZOP |CDTR-PI| IPM/CS [CVA/AMPC| GM ABK CAM |CLDM | MINO | LVFX |VCM| ST | FOM
MRSA 0 0 0 0 0 0 0 414 95.6 95 18.3 46.7] 22.8| 100| 99.8] 41.7
MSSA 35.9 35.8] 99.9 100 99.8 100 99.9 73.1 97.4 71.5] 96.0 99.2] 92.1] 100| 99.9] 943
Staphylococcus epidermidis 19.8 19.8 404| 404 39.9 43.0 46.3 66.9 97.8 56.1 79.9 97.3] 505| 100| 94.6] 629
Enterococcus faecalis 99.7 100 0 0 0 98.6 99.4 3.6 0 294 774 100 0 0
Enterococcus faecium 12.7 12.7 0 0 0 41.2 450 1.5 477 76.1 39.6 100 0 0
Fa P

ABPC PIPC CEZ | CAZ | CZOP |CDTR-PI| IPM/CS MEPM AZT |SBT/CPZ| GM AMK | MINO |LVFX| ST | FOM
Escherichia coli 65.2 71.0 85.2| 927 93.0 88.9 99.5 99.6 91.5 97.3 91.9 99.2| 898 76.3] 849 95.1
Klebsiella pneumoniae 0 78.2] 944 98.2 97.9 95.5 99.7 99.7 96.4 98.9 98.4 100 949 98.2] 96.2| 48.0
P.mirabillis 33.3 35.7] 315 384 36.4 33.3 98.4 99.4 36.4 89.8 90.8 99.4 40| 331 94.7] 275
Serratia marcescens 11.1 80.7 0 944 954 49.4 96.4 97.9 954 89.8 97.9 939 87.3] 92.8] 95.0 46.7
M.morganii 0.8 41.9 1.8] 71.7 41.9 35.1 95.1 99.1 63.7 89.5 95.1 98.3] 43.2] 48.3] 936 8.0
E.aerogenes 26.3 80.2 83| 842 97.3 76.6 97.3 97.3 89.4 97.3 98.6 100 89.4( 94.7| 100 46.0
TR IEXER

ABPC PIPC CAZ |CZOP|IPM/CS | MEPM AZT SBT/CPZ| GM AMK [ MINO | LVFX | CPFX| ST | FOM
Pseudompnas aeruginosa 0 90| 88.1| 875 73.6 82.7 71.3 85.1 80.3 90.2 0.7 80.7] 815 0.7 0.5
Acinetobacyer 18.9 1.7] 945 85.8 94.5 95.2 60.8 97.3 84.5 91.8 93.2 90.5| 83.7| 93.6] 6.0
Stenotrophomonas maltoph 3.0 1.8 38.7 9.1 1.0 40 5.1 715 17.3 15.3 97.9 88.7 29.5| 96.8 0
N O 2% BEE

PCG ABPC CTX [ CTRX |CDTR-PI| CFPN-PI| PAPM/BP | FRPM CAM | CLDM [ MINO | LVFX
Streptcoccus pneumoniae 37.3 37.3] 694| 546 93.2 72.7 95.7 99.3 8.9 40.8 20.3 99.6
— | ABPC |[cVA/AMPC] CCL | CTX | CTRX |CDTR-PI] MEPM | FRPM | CAM | CP_ | MINO | LVFX
Heamophilus influenza 354 54.0 37.3] 99.9 100 100 95.3 40.9 69.9 99.5 99.7 99.9
[ PCG | ABPC | CTX |CTRX|CDTR-PI[CFPN-PI] CAM_ | CLDM | MINO | VCM | LVFX
Streptcoccus group A 100 100 100 100 100 100 61.8 84.2 78.6 100 98.6




