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T B8 AR FLIR 2R iR T Bit |HRBFZOM| SEFE (BT B |CHIEBTOM| SER | AT—TILR i3 WREFRT

Candida 13 51 10 1 2 2 4 10 68
Staphylococcus aureus (MSSA) 6 29 2 10 1 1 1 5
Escherichia coli 5 3 2 54 32 21
Streptococcus group B 5 30 18 51
Pseudomonas aeruginosa 3 40 1 4 13 3
Staphylococcus aureus (MRSA) 4 39 2 2 6 1
Enterococcus faecalis 5 1 12 25 13
Staphylococcus epidermidis 4 2 6 1 9
Klebsiella pneumoniae 5 12 1 5 10 4
Haemophilus influenzae 8 13 8 1
Proteus mirabillis 1 9 6 4
Haemophilus parainfluenzae 7 10 1 2 1 1
Streptococcus group G 10 1 1 1
Streptococcus group A 7 2 1 1 1 3
Morganella morganii 7 2 6
Z D 3 72 1 23 1 4 2 20 32 8 3
&t 62 338 14 2 47 3 4 8 2 6 137 141 187 3

MRBTOM| mMiE K [ 7/ ZHiE | FERAETOM| RIS ;4] Eel HiR BARERR | JERARIER | Dt &%
Candida 2 2 1 23 2 1 192
Staphylococcus aureus (MSSA) 1 1 5 6 4 86 7 6 4 175
Escherichia coli 4 2 1 1 3 2 3 4 137
Streptococcus group B 1 1 1 2 1 1 111
Pseudomonas aeruginosa 1 1 1 1 2 14 1 1 86
Staphylococcus aureus (MRSA) 1 2 2 1 12 3 75
Enterococcus faecalis 1 1 2 1 1 62
Staphylococcus epidermidis 1 5 7 1 1 10 3 3 53
Klebsiella pneumoniae 1 1 1 1 1
Haemophilus influenzae 1 4 35
Proteus mirabillis 1 1 1 1 24
Haemophilus parainfluenzae 22
Streptococcus group G 1 4 3 1 22
Streptococcus group A 1 1 1 1 19
Morganella morganii 1 2 18
Z D 3 6 5 1 4 12 4 1 35 8 19 9 276
&t 6 10 1 14 2 18 29 16 20 195 22 35 26 1348




