TS LG RE

PCG ABPC CEZ CDTR-PI CZOP IPM/CS | CVA/AMPC GM ABK CAM CLDM MINO VCM FOM LVFX ST
MRSA 0.0 0.0 0.0 0.0 0.0 0.0 0.0 732|987 15.7]  34.8 903 100.0] 905 92  99.4
MSSA 442 442 1000 100.0 100.0]  100.0 100.0 69.4] 99.2] 681 743 993 1000 962 776] 999
Staphylococcus epidermidis|  16.5 165 566 56.6 56.6]  56.6 63.4 56.0] 100.0] 643| 713 98.0 100.0]  586| 458 959
Enterococous faccalis 100.0]  100.0 0.0 0.0 00  99.6 100.0 0.0 00] 134 0.0 36.9 100.0 03] 923 04
Enterococous fascium 0.0 0.0 0.0 0.0 0.0 46 5.0 0.0 0.0 46 0.0 51.1 100.0 00 232 0.0
)b

ABPC PIPC CEZ CTM CTRX CFPM CAZ CMZ IPM/CS | MEPM AZT SBT/ABPC TAZ/PIPC GM AMK MINO FOM LVFX ST
Escherichia coli 63.7 66.7| 83.1 86.3 86.7|  86.9 86.8 99.7]  99.8] 100.0[  86.7 77.4 99.7] 935 100.0[  93.8] 934 744  89.0
Klebsiella pneumoniae 0.0 64.6] 982 98.2 98.6] 984 986 99.5| 100.0] 100.0] 956 87.0 99.7[ 100.0] 100.0]  9L.4] 41.4] 980 92.9
P mirabillis 83.7 843 850 85.0 850] 856 86.2 100.0] 100.0] 100.0[  85.0 86.8 100.0[  78.1] 100.0 44| 675 806| 925
Serratia marcescens 28 75.9 0.0 2.0 653] 983 96.7 20.1]  99.5| 100.0] 955 41 938[ 995 99.1 959 555  89.3]  93.4
M.morganii 0.0 75.8 0.0 1.1 80.2 95.6 923 96.7|  12.0] 100.0[  87.9 153 100.0]  945] 100.0] 483 65|  824| 956
K aerogenes ) 85.9 37 10.4 785 100.0 85.9 0.7 385] 100.0] 87.4 17.1 933 99.2[ 100.0] 91.8] 488 100.0] 977
J ROMEXREER

PIPC CFPM CAZ IPM/CS MEPM AZT TAZ/PIPC GM AMK MINO FOM CPFX LVFX ST
Pseudompnas aeruginosa 84.4 853 86.0 735 80.2 76.7 84.5 684 978 0.0 2.3 923 83.0 0.0
Acinetobacter 57.7 974 987 100.0 100.0 5.8 99.3 683 97.4] 735 0.0 51.3 548  52.9
Stenotrophomonas maltophilia| 212 30 424 0.0 0.0 15 287 75 6.0 100.0 0.0 59.0 92.4] 1000
I O 2 BE B

PCG ABPC CTX CTRX CDTR-PI [CFPN-PI FRPM CAM CLDM MINO LVEX
Streptcocous pneumonia 64.0 63.9] 96.4 97.6 98.7 975 99.0 199 438[ 47.0] 96.0

ABPC CCL CTX CTRX CDTR-PI MEPM FRPM CVA/AMPC CAM MINO CP LVFX
Heamophilus influenzae 36.7 54.2] 100.0 100.0 100.0[  99.9 56.2 7341 795 99.8]  99.9 99.7

PCG ABPC CTX CTRX CDTR-PI [CFPN-PI CAM CLDM MINO VCM LVEX

100.0]  100.0] 100.0 100.0 100.0[ 100.0 65.7 919  93.2] 100.0] 99.2

Streptcoccus group A




