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Staphylococcus epidermidis 5 11 1 5 65 2
Staphylococcus aureus (MRSA) 2 16 2 2 3 2
Staphylococcus aureus (MSSA) 1 18 34 1 1 1 2 10
Streptococcus group A 2 9 1 15
Streptococcus group B 2 14 24 3 100
Enterococcus faecalis 3 2 11 11 21
Moraxella (Branhamella ) catarrhalis 2 10 40 4
Escherichia coli 3 5 2 1 135 40 53 3
Klebsiella pneumoniae 4 9 4 11 9 8 1
Klebsiella oxytoca 2 5 1 1 2 5 3 1
Streptococcus pneumoniae (PSSP) 3 13 3
Pseudomonas aeruginosa 8 23 3 1 1 1 9 1
Haemophilus influenzae 8 72 3 2
Candida albicans 18 2
Candida sp. 5 27 7 10 4 124
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Z Dt 9 68 3 17 4 10 1 26 25 29 3
aFt 40 232 11 201 20 20 4 230 111 489 9
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Staphylococcus epidermidis 10 2 2 7 2 114
Staphylococcus aureus (MRSA) 1 2 8 38
Staphylococcus aureus (MSSA) 1 1 2 34 2 109
Streptococcus group A 1 1 29
Streptococcus group B 1 144
Enterococcus faecalis 4 2 1 55
Moraxella (Branhamella ) catarrhalis 1 57
Escherichia coli 8 3 1 3 259
Klebsiella pneumoniae 4 1 51
Klebsiella oxytoca 20
Streptococcus pneumoniae (PSSP) 6 26
Pseudomonas aeruginosa 10 57
Haemophilus influenzae 2 87
Candida albicans 20
Candida sp. 13 191
FUaEFRICELTE BETT 58
Z DAt 8 5 11 6 18 2 1 247
ait 34 5 3 2 17 3 15 100 5 3 1562




