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Escherichia coli 5 4 2 3 113 28 64 2
Candida sp. 2 25 2 1 2 13 3 150
Streptococcus group B 1 10 2 1 1 13 4 120
Staphylococcus aureus (MSSA) 7 24 9 1 20
Staphylococcus epidermidis 12 1 8 46
Pseudomonas aeruginosa 7 24 1 2 3 9
Enterococcus faecalis 2 21 6 41 1
Klebsiella pneumoniae 5 11 2 1 1 12 4 7
Staphylococcus aureus (MRSA) 5 11 4 1 4 3
Haemophilus influenzae 3 19 3
FUZEFRICEL TR BRETYT 21
Serratia marcescens 1 10 2 1
Moraxella (Branhamella ) catarrhalis 5 15
Staphylococcus sp. 2 14
Acinetobacter baumannii complex 11 3
Z Dty 2 53 20 4 1 10 3 34 31 18
&t 28 174 101 20 4 19 1 5 224 90 504 3
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Escherichia coli 4 5 1 2 1 236
Candida sp. 1 25 1 1 235
Streptococcus group B 1 1 154
Staphylococcus aureus (MSSA) 2 1 5 3 2 54 3 2 2 135
Staphylococcus epidermidis 2 1 1 1 9 2 1 1 85
Pseudomonas aeruginosa 1 1 1 23 2 74
Enterococcus faecalis 1 1 73
Klebsiella pneumoniae 4 1 2 1 52
Staphylococcus aureus (MRSA) 1 3 12 1 45
Haemopbhilus influenzae 25
FYUIEFRICEHL CIE BETT 21
Serratia marcescens 3 2 1 20
Moraxella (Branhamella ) catarrhalis 20
Staphylococcus sp. 1 2 19
Acinetobacter baumannii complex 3 17
Z Dt 3 5 1 3 48 7 7 2 258
aF 19 13 1 3 14 6 6 182 15 12 7 1469




